2=9eSk

R4

afvIEE MK T
(GERRE D ZINEFE R EE
o EEFHRIEE RIS

S50 ERIRIRERIEE

ERBERBREREAXMIEE, REWE - K4

LHERFRHE

;% 9/Q % n‘l:l

AN IBERAIREEEBBEINEEZEREWE
2N EIRHE, B 109 £ 4 A 1 HE(kABEmEREZBIGE 1.3 F51E)

HERBEImRESEER
No. | BZHS h X &1 B HATHE B | M0 | BEA | B
=
4 | 000X0226 |ZFEIEERA DT Array CGH analysis 18,000 - DFEBRERE
271916
5 | 000X0016 | [M#xi#&%E Paternity Test 8,000 | 2,000
6 | 000X0201 | XBEMERE (B) Family Genetic Exam (B) 6,000 -
7 | 000X0202 | FEMZEE SIBLINGSHIP TEST 13,500 -
i@\\[\ —++
8 | 000X0203 | HFEREE MOLECULAR GENETIC DIAGNOSIS 2,000 - B TS
9 | 000X0212 | HAM&ZEE Grandparentage test 13,500 - hEE EREEEES
e ki -
10 | 000X0218 | MSI B FEEAIBE Microsatellite instability DNA analysis 11,000 - 271014 i E iR bR =
BMTSTR 2R EREEBFIIZEM 271916
11 | 12187COX | . PreBMT-STR 4,500 -
7Fﬁ '%‘HL%&*EE'J%. Voo J
12 | 12187CYX BMTSTR 1 2 B SIS 20 Post-BMT-STR 4,500
ost- - . -
DT-BiEREEE R



https://www.ntuh.gov.tw/gene-lab-mollab/Fpage.action?muid=3&fid=6023

No. | B HE A 2 EgvESY B | 9N | EEESA | BAI
13 | 12187CZX BMTSTR J2 7 B EFAIZ R Donor-BMT-STR 4,500 -
-1 REE E R R '

14 | 000X0136 AR ERE SRR G Spinocerebellar Ataxia type 1 ,11,10 2,000 500

1~ 2 -~ 3 By
15 | 000X0137 A BLNERIE BN FHHREIRE- & Dentato-rubro-pallido-luysian atrophy 1000 500 A

AR S ISP IEF P ot RE1E T ——
16 | 000X0138 ﬁﬁ}fd\ﬁ«(umﬁwﬂmﬁ _— Spinocerebellar Ataxia type X VI 1,000 | 500 — 85 7F 1 B ==

17 g b 271914
17 | 000X0139 ?i}ff\i«(tﬁ NI GES Spinocerebellar Ataxia type VI 1000 500 271516
18 | 000X0140 | = J UBECEERIE Huntington Disease 2,000 | 500
19 | 000X0147 | HEBELEERME Kennedy's Disease Genetic Test 1,000 | 500
20 | 000C0426 FeiRITEER SR Genetic test of Fragile X Syndrome 3,350 -
21 | 000C0422 | BEEMNARZEARE(SMA)E K185 Spinal Muscular Atrophy (SMA) genetic 3,000 -

test BTE | EAEEERE

22 | 000X0162 | FFEVEFM B MER 18 a-thalassemia 3,500 - 271802 | {EEIER =
23 | 000X0200 | B & FEME MEREH R-thalassemia 3,500 -
24 | 000X0153 }:EE SRR Z IR L5 SCID Newborn Screening 150 -

= PEE | FERGR
25 | 000X0157 | =¥ RAERT £ EHiR Neonatal Screening of Biotinidase Disease | 100 - 271930 | B,
26 | 000X0175 | B LIRIGEE X ERE(ALD)EHIE Screening for Adrenoleukodystrophy 240 -




No. | B 5 ey ENATHE B | M0 | BsmA | BAI
27 | cooxorsy | o cER B RENERIREVE, B | | aucher, MPSs d i 800
abry, Gaucher, s disease screening -
EIUE, MZHEE
o Newborn Duchenne Muscular Dystrophy HEE | TEREE
28 | 000X0184 | TEFZREB RN NKREBEENIR 350 - .
screening 271930 | 0
29 | 000X0185 | ¥ELHEREE Galactose concentration 150 -
30 | 000X0214 | FEE ECAEEHIR Screening for Pompe Disease 200 -
it E5 AU e B ECAEER 8 (PR 1 BRI £ | Screening for late-onset Pompe disease
31 | 000X0176 800 -
£ ) (>1 years old )
(PRE M) E IR ECEET R (PR 7 R | (Male) Screening for Fabry disease (>7
32 | 000X0177 800 -
LA years old)
33 | 000X0178 | FRHP &)%) E U A A B Urine Glc4 test 2,000 -
Lyso-Gb3,Lyso GL-1,E2 Lyso-SM 1
34 | 000X0179 R Lyso-Gb3,LysoGL-1 and Lyso-SM test 1,200 -
= R
. . FEEBRRE
- Screening for Gaucher disease and 274259
35 | 000X0183 BBEIERIEZTLRAE A/B 228 Ni Pick A/B di (>1 800
iemann-Pick type isease (>1 years -
% (PR 1 s _EfER)
old)
36 | 000X0186 | FZAEMESE —BUERIR Screening for MPS | disease (>1 years old) 900 -
37 | 000X0187 | ZhZHEAESS _BUEHIR Screening for MPS Il disease (>1 years old) 900 -
38 | 000X0188 | FRRFhZHE D EL A Urinary GAG disaccharides test 2,000 -
39 | 000X0215 | BFER_f& Methylmalonic Acid 400 -




No. | B< 15 Y 2 EayvE=Y B | M | BEES B
40 | 000X0002 | /NERFEBHERRE Test for inborn errors of metabolism 2,000 -
. Tripeptidyl peptidase 1 (TPP1) enzyme
41 | 000X0182 | TPP1 BEERE 5,000 -
assay
42 | 000X0123 | EE T Levell Genetic Analysis Level 1 1,500 -
43 | 000X0124 | EE DT Level2 Genetic Analysis Level 2 3,000 -
44 | 000PPPGA | EE DT Level 2:GBA1 ERIE P Genetic Analysis Level 2 : GBA1 9,000 -
45 | 000X0125 | EE DT Level3 Genetic Analysis Level 3 8,000 -
46 | 000X0126 | HEHEDHT Leveld Genetic Analysis Level 4 15,000 -
FhEBmEE
47 | 000%0206 | EE DT Levels Genetic Analysis Level 5 20,000 -
SE8E |/

48 | 000X0271 | ZBEHFEFEE(LEBERE) DNA Extration 500 - 274259 | SEESTEEMER

REREFNLRFE DNA EEEE | Next Generation Sequencing for =
49 | 000X0239 . 15,000 -

a2 H Mitochondrial DNA Variation Test

_ Comprehensive cancer gene test(without
50 | 000X0254 | TEERGH (AEREER) 58,000 -
fusion genes)

o1 | 000X0256 BEERRENERELEHE-E | Targeted NGS variant interpretation — - 000

B ERER DT basic genetic disease analysis '

EINBFREREFERERHZE-1E | Whole exome NGS variant interpretation —
52 | 000X0257 5,000 -

BHERRERDT

basic genetic disease analysis




No. | BB HE thX & EET B | M | BEES B
ZERERUERERENMFE-I2 | Whole genome NGS additional
53 | 000X0258 | ZEMEEFEES « HLA EEE « KZ% | interpretation — pharmacogenomics, HLA, | 15,000 -
HERE B D T polygenic risk analyses
R E R ZINEAF T iz fl- B Next & don s e Whol
. ext Generation Sequencing — Whole
54 | 000X0262 | EREBEERE 30,000 -
exome sequencing
[wes]
Rt EFZERNEEFiil-E _ _
Next Generation Sequencing — Whole
55 | 000X0263 | E&ER 50,000 -
genome sequencing
[was] (LS
—_— = L /\/\" I\/\
R EFRIE—R =02 IMNE _ _ o N
Next Generation Sequencing — Rapid Trio =2E |/
56 | 000X0264 | Fiwfl-BEERIEEER 116,500 | - _
whole exome sequencing 274259 | BEETERRER
[ Rapid Trio WES] .
N s
REREFBBAREIEEREZERE | Next Generation Sequencing - Wilson
57 | 000X0266 . 8,260 -
iyl disease
58 | 1215080D | MIRREM E=IRE Plasma Amino Acid Analysis 2,600 -
R EYBHEEHRE (e , ,
59 | 12194B00 | . Tandem Mass Analysis of Metabolites 650 -
Bt 152 FH)
B Next Generation Sequencing — Whole
R E R 2 INE T E B R , e
60 | 000X0272 exome sequencing (amniotic fluid or other | 30,000 -

KB E A S iR A )

gestational tissue)




No. | B HE A 2 EIyvESY B | 9N | EEASA | BAI
FR&EBYEERE(EREM CRE- SHE | ABEN/ZEY
61 | 09089B0OD N Urine Organic Acid analysis 2,340 - e
09015C F1RIE) 288879 | i 182 5m o/
R E 7= fm 2 R SR & i — X
S Next-Generation Sequencing Genetic Test
&p
o - - Large Range
(B imbels - ARIER R AN E o Heredit dnal dvstronh
o ereditary retinal dystrophy
&R taz Rl 2 38 FEE) (186 )
" genes
o EEMEMIERERE (186 (&
® Polycystic kidney disease (PKD)
62 | 000X0227 £[X) o 30,000 -
o SEitEm ®  Polycystic liver disease (PLD)
® Pheochromocytoma &
o EEHIFRE /
- Paraganglioma (P&P
o EHMMEREINEHE eone (PaP) CTIE
® Deafness (DF) (217 genes
o E(17 EEE) (DF) (217 genes) sEr | ERHT
® Tuberous Sclerosis Complex (TSC e | A
o HHE(E plex (1€) SIHE | PHERE
. _— 271910
R EFREREERZZER- X | NGS genetic test - Large range -Tuberous
63 | 000X0229 | , e 30,000 -
FHE -4t LIE Sclerosis Complex (TSC)
MR MBEREEE A1,
fa Rl
[(B2024 8 A9 H% - FLE#TT] Brand New Designed Genetic Testing For
64 | 000X0238 2,840 -

HAEKAIE oooxo124 (EEA 7
#r Level2) - WiGEHR 1A 2 EE
i -

An Untested Variant




No. | B<H5 DX A EET B | Sh | BEssA | EAI
RUEREFERERRE R — P E Next-Generation Sequencing Genetic Test
(ﬁfl DRl ANNIESEAATAE | - Middle Range
ﬁWZLFﬁ) epilepsy
. B S Hereditary retinal dystrophy (23 genes)
« EEMREEARE (23 @BER) Neurofibromatosis (NF)
o JELRAEHEED Primary macronadular adrenal hyperplasia
- RBEUBEIREAESIBEE (PMAH) B 4h I
. LS FA h .
REE Porphyria BEYZ | ERAF
65 | 000X0244 « BERRZABZEREFRERELEE Thyroid dyshormonogenesis (TD) 17,000 - T | 2 e A =
’ _ . FRE |ZWHERE
- HRRIFARISERME FIRIBAEE Typical and Atypical CAH
271910

« R

© REMADWAEIER

© REUEERBZE

- EEEED YR

- EEEMEBEQEEC BER)
« FEARFEREKRE

o R ERMRMERMLIRINEEE NE

Hypokalemia

Familial endocrine syndrome (FES)
Familial hyperaldosteronism
Aldosterone-producing adenoma (APA)
Hypophosphatemic rickets (XLH) (9 genes)

Maturity Onset Diabetes of the Young (MODY)

®  Hypogonadotropic hypogonadism (IHH)




No. | B HE A 2 EIyvESY B | 9N | EEASA | BAI
REREFEBRERBON 0B | .  cematie
ext-Generation Sequencing Genetic Test
(B imBels - ARIERRERE Sl R
PP . } -oMma ange
ﬁA’fﬁE?EUZ?EE‘%ﬂ—E) .
. CAH due to 21-hydroxylase deficiency
o FERMB LIRIEEE
. Cerebral small vessel disease (cSVD)
- EEBGE
. Deafness (48 genes)
- 398 (48 BER)
. Familial hypercholesterolemia (FH)
- RiRiEEEREAE E _ _ _
. Multiple endocrine neoplasia type 1 (MEN1)
- BRMNSVEEE—E
. Multiple endocrine neoplasia type 2 (MEN2)
. ZRMASWEEE I
. Malignant hyperthermia (MH)
66 | 000X0245 - BHSRY 8,260 -
ESAE +  Medullary thyroid cancer (MTC) Bﬁﬂ]fﬁ
’ EEH#H?HEF;F; Pseudoh thyroidism (PHP1a, PPHP) Z ﬁ/\%
. seudohypoparathyroidism a, SEl2 S
. BEIBREEGTE - e (18 B =7
. yroid hormone resistance 7] 44
. PRRETEE R I FRE | ZEUERE
. Von Hippel-Lindau disease (VHL)
- EFEAWEER ) N _ 271910
. Familial hypocalciuric hypercalcemia (FHH)
o RIEMERESSE5MAE _ R o
. Persistent hyperinsulinemic hypoglycemia of infancy
. FEMNRIRERBE D WEME -
fE
. Wolfram syndrome
o JRRIATEIRRE
° Hyophosphatemic rickets (XLH) (PHEX gene only)
o EBELEE(QERE (PHEX gene only)
R EFEENEEEEREE NGS for Hereditary Cancer Syndromes
(K1 B associated Gene Variant Test
67 | 000X0250 30,000 -

[(REREFIPERE - BERE

(BRCA E2

B HR)EE 1

[ NGS for ovarian and prostate cancer

(BRCA and HR genes) ]




No. | B< 15 Y &TE vz Bt | M0 | BissA | EBfu
KRR ERERERZRER — | Next-Generation Sequencing Genetic Test
68 | 000X0252 |, 12,000 -
FE (BEEA) - Middle Range (for Epilepsy)
. - n N Next-generation sequencing for gene test
69 | 000X0253 | R E FREZEYEE 38,500 -
of cancer medication
RN EFREEERERIE 2
Al (MGD BB =)
(B2024 58 A9 H# - FIE#TT]
LB B KB n BRADEX
AT XK 000X0262 -
R sEY | EESHTF
IREE RIS NGS genetic test-Germline WES (Lab of e | s e
70 | 000X0267 30,000 - ZRE | ZEER
“Adult Endocrine” MGD)
_ N X 271910
TEHERARTIER ERERFE -
*“Adult Endocrine” It 3% 18 2 FH R FE
BEERFERRZERS - FREA
A7 B IR B O] Bh3E -
Rt EFREEEREZERAR
NGS genetic test-Germline WGS (Lab of
71 | 000X0268 | (MGD BE=E) 50,000 -

(82024 F8 59 B FLLHIT]

MGD)




